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Compound name

Abbreviation

Salvage pathway

R-Nicotinamide adenine dinucleotide NAD+
Nicotinamide NAM
B-Nicotinamide mononucleotide NMN
Nicotinamide riboside NR
de novo pathway
Tryptophan Trp
Kynurenine Kyn
3-Hydroxykynurenine 3-HK
3-Hydroxyanthranilic acid 3-HAA
Preiss-Handler pathway
Nicotinic acid NA
Nicotinic acid mononucleotide NAMN
Nicotinic acid adenine dinucleotide NAAD
Quinolinic acid QA
Excretion pathway
1-Methylnicotinamide MNA
N-Methyl-2-pyridone-5-carboxamide 2PY
N-Methyl-4-pyridone-5-carboxamide 4PY
Trigonelline
Others
B-Nicotinamide adenine dinucleotide, reduced form NADH
B-Nicotinamide adenine dinucleotide phosphate NADP+
B-Nicotinamide adenine dinucleotide phosphate, reduced form NADPH
B-Nicotinamide mononucleotide, reduced form NMNH
5'-phosphoribosyl-1'-pyrophosphate PRPP
S-Adenosylmethionine SAM
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NADK : NAD kinase NADP+ NADPH
NADS : NAD synthetase H6PD
—
NAMPT : nicotinamide phosphoribosyltransferase

NAMT : nicotinic acid N-methyltransferase

Y GR_—
NAPRT : nicotinic acid phosphoribosyltransferase FAS
NMNAT : NMN adenylyltransferase CS - cholesterol synthesis NMN cs NMNH
NNMT : nicof ide N-methyit fe ETC : electron transport chain
NRK nicotinamide ribose kinase FAS  : fatty acid synthesis P .
PARP : poly ADP-ribose polymerase G3PS : glycerol-3-phosphate shuttle N
PNP  : purine-nucleoside phosphorylase GR  : glutathione reductase
QAPRT : quinolinate phosphoribosyltransferase H6PD : hexose-6-phosphate dehydrogenase
SIRT  : sirtuins

MAS : malate-aspartate shuttie
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